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Publications in preparation
Bottlenecks during infection events decrease fitness and destabilize proteins in viruses. C. Scott Wylie and Eugene Shakhnovich.
The evolutionary advantage of variable evolvability: Mutator production as an adaptive strategy in bacteria. Ben Allen, C. Scott Wylie, and Chris Kempes.
Scientific software
Continuous time stochastic simulator of haploid populations, incorporating fluctuating population size, recombination, migration, and lineage tracking. Written in C++ with Aaron Trout, Ph.D.
C++ libraries which compute thermodynamic properties of lattice proteins, using knowledgebased potentials. Integration of these modules with population-level simulations described above.
Teaching

UC San Diego (summer 2008)
Instructor of record for introductory course in electricity and magnetism (PHYS 1B). Excellent course evaluations available online: http://www.cape.ucsd.edu/scripts/detailedStats.asp?SectionId=626480.
The Kinkaid School (2000-2002)
Full time upper school teacher of physics and chemistry.
Designed curriculum for short course in evolution. 
Honors & Awards
Miscellaneous
Computer skills C, C++, Matlab, UNIX (bash scripting), Python, MEGA, PAML, L A T E X.
